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Contents

1. Introduction. 2. Review of literature. 3. Materials and
methods. 4. Results and discussion. 5. Summary and conclusions.
6. References and annexures.
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1. Introduction. 2. Review of literature. 3. Material and methods.
4. Results and discussion. 5. Summary and conclusions. 6.
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1. Purification of AMPs LR14. 2. Inhibition studies of AMPs LR14.
3. Toxicity testing and applications of AMPs LR14. Summary
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and Leads in Additional Families Using Next Generation
Sequencing Tools.
Supervisor :  Prof. B. K. Thelma
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1. Review of literature and introduction. 2. Material and methods.
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Contents

1. Review of literature and introduction. 2. Materials and
methods. 3. UPLC based method for the detection of dopamine-
-hydroxylase activity in sera samples. 4. Idenfication of
functional variants in dopamine--hydroxylase by genotype-phe-
notype correlation. 5. Genotype-phenotype correlation in DBH
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